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<141> 
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<150> 
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<151> 
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<160> 


17 




<170> 


Patentln version 


3.0 


<210> 


1 




<211> 


467 




<212> 


PRT 




<213> 


Human 




<400> 


1 




Met Thr Glu Leu Pro Ala 


Asx 


1 


5 




Ser Glu Asp Asn His Leu 


Ser 



/ 



RECEIVED 

DEC 2 7 2001 

TECH CENTER 1600/2900 



10 



20 



25 



Arg Glu Arg Gin Glu His Asn Asp Arg Arg Ser Leu 
35 40 



Asn Ala Gin Met 
15 

Gin Asn Asp Asn 
30 

Gly His Pro Glu 
45 



Pro Leu Ser Asn Gly Arg Pro Gin Gly Asn Ser Arg Gin Val Val Glu 
50 55 60 



Gin Asp Glu Glu Glu Asp Glu Glu Leu Thr Leu Lys 
65 70 75 



Tyr Gly Ala Lys 
80 



His Val lie Met Leu Phe Val Pro Val Thr Leu Cys 

85 90 



Met Val Val Val 
95 



Val Ala Thr He Lys Ser Val Ser Phe Tyr Thr Arg 
100 105 



Lys Asp Gly Gin 
110 



Leu He Tyr Thr Pro Phe Thr Glu Asp Thr Glu Thr Val Gly Gin Arg 
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115 



120 



125 



Ala Leu His Ser lie Leu Asn Ala Ala lie Met lie Ser Val lie Val 
130 135 140 

Val Met Thr lie Leu Leu Val Val Leu Tyr Lys Tyr Arg Cys Tyr Lys 
145 150 155 160 

Val lie His Ala Trp Leu lie lie Ser Ser Leu Leu Leu Leu Phe Phe 

165 170 175 

Phe Ser Phe lie Tyr Leu Gly Glu Val Phe Lys Thr Tyr Asn Val Ala 
180 185 190 

Val Asp Tyr lie Thr Val Ala Leu Leu lie Trp Asn Phe Gly Val Val 
195 200 205 

Gly Met lie Ser lie His Trp Lys Gly Pro Leu Arg Leu Gin Gin Ala 
210 215 220 

Tyr Leu lie Met lie Ser Ala Leu Met Ala Leu Val Phe lie Lys Tyr 
225 230 235 240 

Leu Pro Glu Trp Thr Ala Trp Leu lie Leu Ala Val lie Ser Val Tyr 

245 250 255 

Asp Leu Asp Ala Val Leu Cys Pro Lys Gly Pro Leu Arg Met Leu Val 
260 265 270 

Glu Thr Ala Gin Glu Arg Asn Glu Thr Leu Phe Pro Ala Leu lie Tyr 
275 280 285 

Ser Ser Thr Met Val Trp Leu Val Asn Met Ala Glu Gly Asp Pro Glu 
290 295 300 

Ala Gin Arg Arg Val Ser Lys Asn Ser Lys Tyr Asn Ala Glu Ser Thr 
305 310 315 320 

Glu Arg Glu Ser Gin Asp Thr Val Ala Glu Asn Asp Asp Gly Gly Phe 

325 330 335 

Ser Glu Glu Trp Glu Ala Gin Arg Asp Ser His Leu Gly Pro His Arg 
340 345 350 

Ser Thr Pro Glu Ser Arg Ala Ala Val Gin Glu Leu Ser Ser Ser lie 
355 360 365 

Leu Ala Gly Glu Asp Pro Glu Glu Arg Gly Val Lys Leu Gly Leu Gly 
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370 

Asp Phe He Phe Tyr 
385 

Ser Gly Asp Trp Asn 

405 

Gly Leu Cys Leu Thr 
420 

Pro Ala Leu Pro He 
435 

Thr Asp Tyr Leu Val 
450 

Phe Tyr lie 
465 

<210> 2 
<211> 1404 
<212> DNA 
<213> Human 

<400> 2 



atgacagagt 


tacctgcacc 


gt tgt cctac 


t tccagaatg 


cacagatgtc 


tgaggacaac 


60 


cacctgagca 


atactgtacg 


tagecagaat 


gacaatagag 


aacggcagga 


gcacaacgac 


120 


agacggagcc 


ttggccaccc 


tgagecatta 


tctaatggae 


gaccccaggg 


taactcccgg 


180 


caggtggtgg 


agcaagatga 


ggaagaagat 


gaggagctga 


cattgaaata 


tggcgccaag 


240 


catgtga tea 


tgctctttgt 


ccctgtgact 


etctgeatgg 


tggtggtcgt 


ggctactatt 


300 


aagtcag tea 


get tttatac 


ceggaaggat 


gggcagctaa 


t etatacccc 


att cacagaa 


360 


gataccgaga 


ctgtgggcca 


gagagecctg 


eactcaatte 


tgaatgctgc 


catcatgatc 


420 


agtgtcattg 


ttgtcatgac 


tatectcctg 


gtggttctgt 


ataaatacag 


gtgctataag 


480 


gtcatccatg 


cctggct tat 


tat at catct 


etattgttge 


tgttcttttt 


ttcattcatt 


540 


tacttggggg 


aagtgt ttaa 


aaceta taac 


gt tgctgtgg 


aetacat tac 


tgttgcactc 


600 


ctgatctgga 


att ttggtgt 


ggtgggaatg 


atttccat t e 


actggaaagg 


t ccact tcga 


660 
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375 380 

Ser Val Leu Val Gly Lys Ala Ser Ala Thr Ala 
390 395 400 

Thr Thr He Ala Cys Phe Val Ala He Leu He 

410 415 

Leu Leu Leu Leu Ala He Phe Lys Lys Ala Leu 
425 430 

Ser He Thr Phe Gly Leu Val Phe Tyr Phe Ala 
440 445 

Gin Pro Phe Met Asp Gin Leu Ala Phe His Gin 
455 460 
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c t ccagcagg 


Ca Ldl CLCdL 


IdiydLldy L 


ycutLtd l y y 


LLL iy y l y l l 


\~ ^ f~ r -- " 3 "h ^ r --1 
La LLday Ldt 


ctccctgadt 


gyacLycy l y 


n r~* z$ tr I - tr 
y L L L a Lt L Ly 


y O L y L 'J a L L L 


a y l a l a l y a 


u i— iau Luy u l 


gttttgtgtc 


cgaaaggL.cc 


m / — > 4— 4~ /"^ /T 4- —i +- /—f 
dCL LCCJLdLCj 


l uyy l tyddd 


tdy t LLdy y d 


ydyddd Lydd 


aCgLLLLLlC 


/■> \~ \~ ttj 4- 
CdyCLLLLd L 


L LdL ILL L L, d 


d l- d d l y y ty l 


yy u uy y Ly aa 


i_ a Lijy vuy aa 


ggagacccgg 


aagcLuaaag 


/-y —\ /->f — i /— t 4" T f" /—i 

ydCJdy LdLLO 


d d d d d L LLLd 


dy La Lad Ly L 


auaaayLaua 


gaaagggagt 


cacaagacac 


t g L t gcagag 


aatgatgatg 


gcygy l LLdy 


l y d y y a d l y y 


gaagcccaga 


gggacagtca 


t ct agggcc t 


catcgctcta 


tdCC uydy LC 


dcy dy c LycL 


gtccaggaac 


1 1 1 ccagcag 


tatcctcgct 


g g l g a a y a c c 


Ldydyydddy 


yyydy Ldddd 


cttggattgg 


y^r ■ — \ /^c 4— 4— +— * — 4— 

g3gdL L LLdL 


Ll It LaCdy L 


it f f p +* n r"f t" "t~ rr 

y l l l l y y l l y 


y LdaaULL Ll, 


ay L-daL-ay 


agtggagact 


ggaacacaac 


catagcctgt 


ttcgtagcca 


tattaattgg 


tttgtgcctt 


acattattac 


tccttgccat 


tttcaagaaa 


gcattgccag 


ctcttccaat 


ctccatcacc 


tttgggcttg 


ttttctactt 


tgc cacagat 


tatct tgtac 


agccttttat 


ggaccaatta 


gcattccatc 


aattttatat 


ctag 









<210> 3 

<211> 467 

<212> PRT 

<213> Mouse 

<400> 3 

Met Thr Glu lie Pro Ala Pro Leu Ser Tyr Phe Gin Asn Ala Gin Met 
1 5 10 15 

Ser Glu Asp Ser His Ser Ser Ser Ala lie Arg Ser Gin Asn Asp Ser 
20 25 30 

Glu Glu Arg Gin Gin Gin His Asp Arg Gin Arg Leu Asp Asn Pro Glu 
35 40 45 

Pro lie Ser Asn Gly Arg Pro Gin Ser Asn Ser Arg Gin Val Val Glu 

50 55 60 

Gin Asp Glu Glu Glu Asp Glu Glu Leu Thr Leu Lys Tyr Gly Ala Lys 
65 70 75 80 



720 
7 80 
840 
900 
9 60 
1 0 f: 0 
1 0 8 0 
114 0 
12 00 
1260 
1320 
1380 
1404 
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His Val He Met Leu Phe Val Pro Val Thr Leu Cys Met Val Val Val 

85 90 95 

Val Ala Thr He Lys Ser Val Ser Phe Tyr Thr Arg Lys Asp Gly Gin 
100 105 110 

Leu He Tyr Thr Pro Phe Thr Glu Asp Thr Glu Thr Val Gly Gin Arg 
115 120 125 

Ala Leu His Ser lie Leu Asn Ala Ala He Met He Ser Val lie Val 
130 135 140 

lie Met Thr He Leu Leu Val Val Leu Tyr Lys Tyr Arg Cys Tyr Lys 
145 150 155 160 

Val lie His Ala Trp Leu He lie Ser Ser Leu Leu Leu Leu Phe Phe 

165 170 175 

Phe Ser Phe He Tyr Leu Gly Glu Val Phe Lys Thr Tyr Asn Val Ala 
180 185 190 

Val Asp Tyr Val Thr Val Ala Leu Leu lie Trp Asn Phe Gly Val Val 
195 200 205 

Gly Met lie Ala He His Trp Lys Gly Pro Leu Arg Leu Gin Gin Ala 
210 215 220 

Tyr Leu lie Met He Ser Ala Leu Met Ala Leu Val Phe He Lys Tyr 
225 230 235 240 

Leu Pro Glu Trp Thr Ala Trp Leu He Leu Ala Val lie Ser Val Tyr 

245 250 255 

Asp Leu Val Ala Val Leu Cys Pro Lys Gly Pro Leu Arg Met Leu Val 
260 265 270 

Glu Thr Ala Gin Glu Arg Asn Glu Thr Leu Phe Pro Ala Leu He Tyr 
275 280 285 

Ser Ser Thr Met Val Trp Leu Val Asn Met Ala Glu Gly Asp Pro Glu 
290 295 300 

Ala Glu Arg Arg Val Pro Lys Asn Pro Lys Tyr Asn Thr Gin Arg Ala 
305 310 315 320 

Glu Arg Glu Thr Gin Asp Ser Gly Ser Gly Asn Asp Asp Gly Gly Phe 

325 330 335 



Page 5 



P19743-1 . ST25 . txt 



Ser Glu Glu Trp Glu Ala Gin Arg Asp Ser His Leu Gly Pro His Arg 
340 345 350 

Ser Thr Pro Glu Ser Arg Ala Ala Val Gin Glu Leu Ser Gly Ser lie 
355 360 365 

Leu Thr Ser Glu Asp Pro Glu Glu Arg Gly Val Lys Leu Gly Leu Gly 
370 375 380 

Asp Phe lie Phe Tyr Ser Val Leu Val Gly Lys Ala Ser Ala Thr Ala 
385 390 395 400 

Ser Gly Asp Trp Asn Thr Thr lie Ala Cys Phe Val Ala lie Leu lie 

405 410 415 

Gly Leu Cys Leu Thr Leu Leu Leu Leu Ala lie Phe Lys Lys Ala Leu 
420 425 430 

Pro Ala Leu Pro lie Ser lie Thr Phe Gly Leu Val Phe Tyr Phe Ala 
435 440 445 

Thr Asp Tyr Leu Val Gin Pro Phe Met Asp Gin Leu Ala Phe His Gin 
450 455 460 

Phe Tyr lie 
465 

<210> 4 
<211> 1404 
<212> DNA 
<213> Mouse 

<400> 4 

atgacagaga tacctgcacc tttgtcctac ttccagaatg cccagatgtc tgaggacagc 60 

cactccagca gcgccatccg gagccagaat gacagccaag aacggcagca gcagcatgac 120 

aggcagagac ttgacaaccc tgagccaata tctaatgggc ggccccagag taactcaaga 180 

caggtggtgg aacaagatga ggaggaagac gaagagctga cattgaaata tggagccaag 240 

catgtcatca tgctctttgt ccccgtgacc ctctgcatgg togtcgtcgt ggccaccatc 300 

aaatcagtca gcttctatac ccggaaggac ggtcagctaa tctacacccc attcacagaa 360 

gacactgaga ctgtaggcca aagagccctg cactcgatcc tgaatgcggc catcatgatc 420 
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4 80 
540 
60 0 
660 
72 0 
7 8 0 
840 
90 0 
960 
1020 
1 0 8 0 
1 1 4 0 
1200 
1260 
1320 
13S0 
14 0 4 



<210> 5 

<211> 25 

<212> DNA 

<213> synthetic construct 

<400> 5 

ggaattttgg tgtggtcggg atgat 25 

<210> 6 

<211> 23 

<212> DNA 

<213> synthetic construct 



agtgt cat tg 


tea t tatgac 


catcctcctg 


gtggtc ctgt 


auaaacacag 


gLguiacaag 


g t cat ccacg 


cc t ggct ta t 


4- — i 4- 4- 4- i 4- ^ 4~ 

tattt^atct 


ctgttgttgc 


Ly L tC L LI LL 


LLCyiLCdLL 


tacttagggg 


aagtatt taa 


gacctacaat 


g t cgccgt gg 


actaegttae 


agtagcactc 


ctaatctgga 


att ttggtgt 


ggtcgggatg 


attgccatcc 


actggaaagg 


ccccc t t cga 


ctgcagcagg 


cgtatctcat 


tatgatcagt 


gccctcatgg 


cc ctggtatt 


tatcaagtac 


ctccccgaat 


ggacegcat g 


get cat ct tg 


—j — f 4 — -., 4- ~ 4- 4- 4- 

gctgtgd ull 


cagta t a tga 


tttggtggct 


gttttatgtc 


ccaaaggccc 


a c 1 1 c g t a t g 


ctggttgaaa 


cage tcagga 


aagaaa tgag 


actctctt tc 


cagctcttat 


4- 4- 4- ~>^-<4- -i 


acaatggtgt 


ggLcggigaa 


4— — * 4- /~i /~> 4- ,~t ~\ 

La LggCLgda 


ggagacccag 


aagcccaaag 


gag ggt ae c c 


aagaacccca 


agtataacac 


acaaagagcg 


gagagagaga 


cacaggacag 


t g g 1 1 c t g g g 


aacgatgatg 


gt ggctt cag 


tgaggagtgg 


gaggcccaaa 


gagacagtca 


cc tggggect 


catcgctcca 


c t cc cgagt c 


aagagcugcL 


g tccaggaac 


tttctgggag 


cat t ctaacg 


agtgaagacc 


eggaggaaag 


aggagt aaaa 


cttggactgg 


gagatt teat 


ttt etacagt 


-sr4-4— ^4— 4- 4- 

gttctggttg 


gt aaggee t c 


agcaaccgcc 


agtggagact 


ggaacacaac 


catagcctgc 


tttgtagcca 


tactgategg 


cctgtgcctt 


acattactcc 


tgctcgccat 


tttcaagaaa 


gcgttgccag 


ccctccccat 


ctccatcacc 


ttcgggctcg 


tgttct actt 


cgccacggat 


taccttgtgc 


agcccttcat 


ggaccaact t 


gcattccatc 


agt ttt atat 


ctag 
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<400> 6 

ggtccattcg gggaggtact tga 



<210> 7 
<211> 36 
<212> DNA 

<213> Synthetic Construct 

tgtggtcggg atgatcgcca cccactggaa aggccc 36 



<210> 8 

<211> 36 

<212> DNA 

<213> Synthetic Construct 



<210> 9 
<211> 18 
<212> DNA 

<213> Synthetic Construct 
<400> 9 

tctagacggc cgtctaga 18 



<210> 10 

<211> 18 

<212> DNA 

<213> synthetic construct 



<210> 11 
<211> 30 
<212> DNA 

<213> synthetic construct 
<400> 11 

cccaactcta tttctaccct cgttcatctg 30 



<400> 8 

gggcctttcc agtgggtggc gatcatcccg accaca 



36 



<400> 10 

agatctgccg gcagatct 



18 
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<210> 12 
<211> 30 
<212> DNA 

<213> synthetic construct 
<400> 12 

tagtgagacg tgctacttcc atttgtcacg 30 



<210> 13 

<211> 30 

<212> DNA 

<213> synthetic construct 



<210> 14 
<211> 30 
<212> DNA 

<213> synthetic construct 
<400> 14 

tactgaaatc acagccaaga tgagccatgc 30 



<210> 15 

<211> 30 

<212> DNA 

<213> synthetic construct 



<210> 16 
<211> 30 
<212> DNA 

<213> synthetic construct 
<400> 16 

tactgaaatc acagccaaga tgagccatgc 30 



<400> 13 



tgctggagga aaatgtgtta tttaagagca 



30 



<400> 15 

ggtccatccc agcttcacac agacaagtct 



30 



<210> 



17 
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<211> 30 
<212> DNA 

<213> synthetic construct 
<400> 17 

tagtgagacg tgctacttcc atttgtcacg 
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